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An international cutting-edge network for the study of protein aggregation
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13:00-14:30 nﬁa Prof. Jozsef Kardos (EOtvos Lorand Unlver5|ty, Hungary)
14:30-15:30 CDAIZE
15:30-16:30 BeStSelzx FALN- Z RIZEFEMT

SNE BH . RS20 EE. A1V BREOAS ML
& (1 H238&Y)) : https://forms.gle/qpiNCRA4fMRUQYFZ8
HEAN REE (RERIEMKE) . RFE#H R (KRXFE-TEHARH)
&1 : M.So@leeds.ac.uk (5R); gtyj8126@protein.Osaka-u.ac.jp (£ 5k)

- i @ HFEHR TR R
Core-to-Core Program

A SoimHb R

A. Advanced Research Networks
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